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Computational methods for protein structure 
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Protein structure

 Folding of a protein from a linear chain of amino acids 
to a three dimensional structures involves in amino 
acids interaction. 
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What is Homology modelling

 Homology modeling
sequences with known
prediction of the structure

 Proteins sharing a Proteins sharing a
sequence can be expected
significant similarity of structure

 Protein tertiary structure
than amino acid sequence

What is Homology modelling

modeling uses homologous
known 3D structures for the

structure of a target sequence.

significant similarity ofsignificant similarity of
expected to share also a

structure

structure is better conserved
sequence



Scheme of Homology modellingScheme of Homology modelling



Homology modelling 
workflow
Homology modelling 



Homology modelling softwareHomology modelling software


