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Fig. 1 Sub-cellular localization of OsBAT! in onion epidermal cells.
Cells were bombarded with the fusion constructs (OsBATI-GFP and
355:GFP or analysed by confocal microscopy. Upper panel shows the
GFP signals from cell expressing OsB4TI-GFP which is located in the

nucleus and at the periphery of the cell. The lower panel shows 355:GFP
signal spread throughout the cell. Left panel shows the merged image;
middle panel shows only GFP signal and the right panel is showing
corresponding bright field image
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Table 3 Comparison of various yield parameters in rice (Oryza sativa L. cv. IR64) null-segregant (control) and T, generation of OsBAT/
overexpressing transgenic lines (line 5, line 8, line 12 and line 17) under 0 and 200 mM NaCl

Yield attributes Control plants ~ NaCl (mM)-grown T,0sBAT] transgenic plants
Line 5 Line 8 Line 12 Line 17
0 200 0 200 0 200 0 200 0 200

Time required for 00+2.1° ND 91+3.5*  90£2.1*  90£3.0°  904£2.5%  91+2.8° 92428  92425°  93+2.5°

flowering (days)
No. of tillers/plant 72+1.0° ND 25+0.12°° 2+12*® 2640.14% 21+117  29+0.12° 24+1.0°  28+0.12* 22+1¢°
No. of panicle/plant 20+£0.5° ND 24+0.11% 20+£1.0° 2420.12% 20+£1.0%  27+0.15* 22+1.1*  27+0.11*  20+1.1°
No. of filled grain/panicle 85+3.0° ND 97+£32*  82+3.1*  95£323* 87+£4.0"  98+327* 88+3.1°  99+287° 87+2.1°
No. of chaffy 10£021* ND 07£0.12°  06£0.11"  05£0.06° 05£021° 06+0.21° 06+0.12° 05£0.11° 07£0.13°

grains/panicle
Straw dry weight (g) 55+12° ND 57+3.05° 49+2.1*  63+2.1°  61+14®  62+1.8°  58+1.3*  61+14°  56+1.2°
100 grain weight 2.65£0.1*° ND 2.68+0.12° 2.63+0.12* 2.67+0.12° 2.64+0.10* 2.61£0.14° 261+0.10* 2.65+£0.12° 2.61+0.11*

Control plants did not survive until harvesting under 200 mM NaCl. Each value represents mean of three replicates+SE. Means were compared using
ANOVA. Data followed by the same letters in a row are not significantly different at P>0.05 as determined by LSD test; a, b and c indicate significant
differences at P=0.05 level as determined by DMRT
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Fig. 4 Soluble sugar content in roots and shoots of OsBATI three replicates+SE. Means were compared using ANOVA. Data follow-
overexpressing T-transgenic lines (L35, L8, L/2 and L17) compared to ed by the same letters are not significantly different at P<(0.05 as deter-
control rice plants exposed to 24-h salinity stress (200 mM NaCl). a mined by LSD test; @, » and ¢ indicate significant differences at the
Glucose content in roots. b Fructose content in roots. ¢ Glucose content in P=0.05 level as determined by DMRT

shoots. d Fructose content in shoots. Each value represents the mean of



Table4 Comparison of various yield parameters of null-segregant (control) and T, generation of OsBAT! overexpressing transgenic lines (line 5, line
8, line 12 and line 17) of rice (Oryza sativa L. cv. IR64) under 0 or 200 mM NaCl, respectively

Yield attributes Control plants 200 mM NaCl-grown T,(sBAT! transgenic plants
Line 5 Line 8 Line 12 Line 17
0 200 0 200 0 200 0 200 0 200

Time required for 90+20* ND 9242.5*  89422*° 90425  90425°  90+26* 91425 92425 92425

flowering (days)
No. of tillers/plant 24+10° ND 25+0.11** 2041.2*®  25+0.12*° 21+£12® 26+011* 22+1.0°  26+0.12* 20+1.0*
No. of panicle/plant 25+04° ND 23+0.12%° 20+1.0"® 26+0.12°* 22+1.1®  25+0.13* 22+1.1°  26+0.12* 22+1.1*
No. of filled grain/panicle 90+3.0® ND 92+32%  85+3.0°  05+32%  87+4.0*  96+32°  86+3.0°  96+2.8°  88+2.0°
No. of chaffy grains/ 124021* ND 0840.12° 10£0.11° 05+0.06° 12+£021° 06+021° 10£0.12°® 06+0.11°® 08+0.13"

panicle
Straw dry weight (g) 58+1.1°> ND 59+3.05* 51+2.1*°  60+2.1*° 52414 62+18°  55+13*  60+14®  52+12°
100 grain weight 2.8240.1* ND 2.88+0.12° 2.60+0.12* 2.75+£0.12° 2.60+£0.10* 2.69+0.14® 2.55+0.10* 2.68+0.12° 2.54+0.11*

Control plants did not survive until harvesting under 200 mM NaCl. Each value represents mean of three replicates+SE. Means were compared using
ANOVA. Data followed by the same letters in a row are not significantly different at P=0.05 as determined by least significant difference (LSD) test. a, b
and c indicate significant differences at P=0.05 level as determined by Duncan’s multiple range test (DMRT)
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Fig. 5 Analysis of ToOsBAT! overexpressing transgenic lines. a
Germination test of T> seeds on solid MS medium with 200 mM NaCl.
b PCR. conformation of transgenic lines. ¢ Visualization of GUS activity
from transgenic lines. d Leaf disc senescence assay under 100 and
200 mM NaCl. ¢ Chlorophyll content (mg g ' fw) in ToOsBATI
transgenic lines after salt stress. f Salt tolerance response of ToOsBATY
transgenic plants (L5, L& and L /2) and control in 0 day of 200-mM NaCl

stress. g Salt tolerance of the same set of mature plants after 30 days of
MNaCl stress. Each wvalue represents the mean of three replicates+SE.
Means were compared using ANOVA. Data followed by the same lerters
are not significantly different at P<0.05 as determined by LSD test; a, b
and ¢ indicate significant differences at the P<0.05 level as determined by
DMRT



